. NADPH polymorphisms selected for the association study. The rs2075939 polymorphism can also determine a Pro>Leu missense change in the case of the transcript variant NM_013416.3 of the NCF4 gene. All polymorphisms were first tested for their polymorphic content by direct sequencing the relevant fragment in 32 healthy Finnish individuals; those resulted monomorphic are evidenced in gray, whereas the one showing three alleles (and hence not compatible with the genotype platform we used for genotyping) is evidenced in gray and it is underlined. These SNPs were not further analyzed.
Gene
In the examined population, the D7S1870 microsatellite showed alleles ranging from 12 to 25 CA repeats, whereas the D7S2518 marker from 3 to 14 CA repeats. 
